
  
1) Open *OUT*.html  and wait for XlinkViewer to load data
2) Select individual MS/MS spectrum to be assigned

XlinkViewer

1)
2)



  
1) Select one ore more assignment
2) and label as either correct, incorrect, ambiguous, or leave unassigned

* Green signals or annotations indicate peptide fragments that most possibly contain the isotope label of the cross-linking reagent, 
modified residues marked as e.g. K# or n# (N-terminus)

3)
4)

Blue signal: y-ion fragment
Red signal: b-ion fragment
Green signal*: signal shifted by isotope mass difference, not assigned
Green annotation*: assigned signal shifted by isotope mass difference



  

 Every assigned entry labeled as either correct, ambiguous or incorrect is 
monitored in a file named xlink.res, see example below. 

B13_MSMS_1349.match.txt.out 0 correct
B3_MSMS_1045.match.txt.out 0 correct
C18_MSMS_1002.match.txt.out 0 correct
C18_MSMS_1046.match.txt.out 0 correct
C24_MSMS_1202.match.txt.out 0 correct
D11_MSMS_718.match.txt.out 0 correct
D15_MSMS_1333.match.txt.out 0 correct
D20_MSMS_1045.match.txt.out 0 correct
D20_MSMS_870.match.txt.out 0 correct
D22_MSMS_1045.match.txt.out 0 correct
D22_MSMS_1046.match.txt.out 0 correct
D22_MSMS_870.match.txt.out 0 correct
D23_MSMS_1045.match.txt.out 0 correct
D23_MSMS_1045.match.txt.out 1 ambiguous
D24_MSMS_1046.match.txt.out 0 correct
D5_MSMS_1012.match.txt.out 0 correct
D5_MSMS_1046.match.txt.out 0 correct
D7_MSMS_1012.match.txt.out 0 correct
D7_MSMS_1046.match.txt.out 0 correct
D7_MSMS_1047.match.txt.out 0 correct
D9_MSMS_1012.match.txt.out 0 correct
D9_MSMS_1046.match.txt.out 0 correct
E17_MSMS_1362.match.txt.out 0 correct
E21_MSMS_1016.match.txt.out 0 correct
E22_MSMS_1877.match.txt.out 0 ambiguous
E22_MSMS_1877.match.txt.out 1 ambiguous
E23_MSMS_1016.match.txt.out 0 correct
E2_MSMS_676.match.txt.out 0 correct
E3_MSMS_1015.match.txt.out 0 correct
E5_MSMS_1905.match.txt.out 1 correct
F3_MSMS_1571.match.txt.out 0 correct
F5_MSMS_1571.match.txt.out 0 correct
F9_MSMS_1571.match.txt.out 0 correct
G11_MSMS_1894.match.txt.out 0 ambiguous
G11_MSMS_1938.match.txt.out 0 correct
G11_MSMS_1938.match.txt.out 1 ambiguous
G11_MSMS_1970.match.txt.out 0 incorrect
G9_MSMS_1938.match.txt.out 0 correct

 Therefore every change in XlinkViewer is kept in memory. The user can start 
working on a data set, stop and continue at any given time.

xlink.res



  
5) After having manually selected all MS/MS spectra, export results to file “report.xls” 
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