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Abstract

Since its inception, proteomics has essentially operated in a discovery mode with the
goal of identifying and quantifying the maximal number of proteins in a sample.
Increasingly, proteomic measurements are also supporting hypothesis-driven studies, in
which a predetermined set of proteins is consistently detected and quantified in multiple
samples. Selected reaction monitoring (SRM) (also referred to as multiple reaction
monitoring, MRM) is a targeted mass spectrometric technique that supports the
detection and quantification of specific proteins in complex samples at high sensitivity
and reproducibility. In this manuscript, we describe ATAQS, an integrated software
platform that supports all stages of targeted, SRM-based proteomics experiments,
including protein and peptide target selection, SRM transition optimization and post
acquisition data analysis. The new software will significantly facilitate the use of targeted
proteomic techniques and therefore contribute to the generation of highly sensitive,
reproducible and complete datasets that are particularly critical for the discovery and
validation of biomarkers for hypothesis-driven studies in systems biology.
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